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Mining Mammal Gut Metagenomes…
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Characterized members :
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Selection of Glycoside 
Phosphorylase candidates
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…for Glycoside Phosphorylases 

Donor Acceptor
Disaccharide or 
Oligosaccharide

Phosphorolysis

Reverse-phosphorolysis

Glycoside 
Phosphorylases ?

Putative GHs
✓ Signal peptide
✓Conserved proton donor
✓Conserved base
✓Possibly multimodular

Putative GPs
✓No signal peptide 
✓Conserved proton donor only 

(inverting)
✓Conserved Pi binding residues
✓Monomodular only 

Multiple sequence alignments

 catalytic residues ?
 Pi binding residues ?
 +1 subsite residues ?

Signal peptide prediction

SignalP 4.1 Server

For health!
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Come and the see the results !
Teaser: 9 new GPs, new structure, new 

function
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