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Comparison of fermentation performance using the different microorganisms in Fed-Batch processes
Y. lipolytica R. glutinis P. rhodozyma C. necator
Conditions High N/C Low N/C High N/C Low N/C High N/C Low N/C Gas fermentation
Carbon source Glucose CO,
Volume 20 L 20 L 20 L 22 L 100 L 3L 5L
: 67 g/L (O, limitation
Biomass 89 g/L 40 g/L 73 g/L 63 g/L from 51 g/L) 49 g/L 31g/L
Growth rate 0,07 h'! 0,05 h-! 0,06 h'! 0,06 h! 0,05 h-! 0,03 h-! 0,07 h'!
Protein content 47 % 36 % 51 % 21 % 38 % 11 % 77 %
Nucleic acids 0,7 % 1,3 % 3,4 % 1,4 % 4,0 % 1,5 % 12,3 %
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